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Key findings

* Obtained interpretable classifier with robust performance on held-out test data consisting of 7,289 primary and metastatic tumor samples from 22 known cancer types
(weighted F1 : 0.789) (Fig. 1)

* Applied the classifier to 971 patients with CUP at the Dana-Farber Cancer Institute (DFCI) to predict their primary cancer types (Fig. 2)

* |dentified primary based subtypes among the CUP cohort with significant prognostic differences (Fig. 4)

* |dentified patients with CUP who have actionable alterations based on their predicted cancer type (Fig. 5)

 Demonstrated that the first palliative therapies consistent with the molecular classification led to longer survival than those discordant with the molecular classification (Fig. 6 and 7)
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